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Abeyrathne, P. D. & Grigorieff, N. (2017) Expression, purification, and contaminant detection for 
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Close, W., Neumann, M., Schmidt, A., Hora, M., Annamalai, K., Schmidt, M., Reif, B., Schmidt, 

V., Grigorieff, N. & Fändrich, M. (2018) Physical basis of amyloid fibril polymorphism. Nat. 
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of β-galactosidase. Structure, 26, 848–856. 
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& Furukawa, H. (2018) Structural mechanism of functional modulation by gene splicing in NMDA 

receptors. Neuron, 98, 521–529. 
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Comm., 10, 1104, 1–10. 
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resolution cryo-EM structures of outbreak strain human norovirus shells reveal size variations. 

PNAS, 116, 12828–12832. 

Jenni, S., Salgado, E. N., Herrmann, T., Li, Z., Grant, T., Grigorieff, N., Trapani, S., Estrozi, L. F. 
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