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S. C. (2020) Structure of the Vesicular Stomatitis Virus L protein in complex with its
phosphoprotein cofactor. Cell Reports 30, 53—60.

Bao, C., Loerch, S., Ling, C., Korostelev, A. A., Grigorieff, N. & Ermolenko, D. N. (2020) mRNA
stem-loops can pause the ribosome by hindering A-site tRNA binding. eLife 9, €55799, 1-27.

Lucas, B. A., Himes, B. A., Xue, L., Grant, T., Mahamid, J. & Grigorieff, N. (2021) Locating
macromolecular assemblies in cells by 2D template matching with cisTEM. eLife 10, ¢68946. 1—
25.

Himes, B. A. & Grigorieff, N. (2021) Cryo-TEM simulations of amorphous radiation-sensitive
samples using multislice wave propagation. /UCrJ 8, 943-953.
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Elferich, J., Schiroli, G., Scadden, D. & Grigorieff, N. (2022) Defocus corrected large area cryo-
EM (DeCo-LACE) for label-free detection of molecules across entire cell sections. eLife 11,
e80980, 1-24.

Lucas, B. A., Zhang, K., Loerch, S. & Grigorieff, N. (2022) In situ single particle classification
reveals distinct 60S maturation intermediates in cells. eLife 11, €79272, 1-24.

Pitsawong, W., Padua, R. A. P., Grant, T., Hoemberger, M., Otten, R., Bradshaw, N., Grigorieff,
N. & Kern, D. (2023) From primordial clocks to circadian oscillators. Nature 616, 183—189.

Zhang, K., Lucas, B. A. & Grigorieff, N. (2023) Exploring the limits of 2D template matching for
detecting targets in cellular cryo-EM images. Microsc. Microanal. 29, 931.

Lucas, B. A. & Grigorieff, N. (2023) Quantification of gallium cryo-FIB milling damage in
biological lamella. PNAS 120, 2301852120, 1-9.

Lucas, B. A., Himes, B. A. & Grigorieff, N. (2023) Baited reconstruction with 2D template
matching for high-resolution structure determination in vitro and in vivo without template bias.
eLife 12, €90486, 1-16.

Elferich, J., Kong, L., Zottig, X. & Grigorieff, N. (2024) CTFFINDS provides improved insight
into quality, tilt and thickness of TEM samples. eLife 13, RP97227, 1-22.

Zhang, K., Cossio, P., Rangan, A. V., Lucas, B. A. & Grigorieff, N. (2025) A new statistical metric
for robust target detection in cryo-EM using 2DTM. IUCrJ 12, 155-176.

Dingeldein, L., Silva-Sanchez, D., Evans, L., D'Imprima, E., Grigorieff, N., Covino, R. & Cossio,
P. (2025) Amortized template-matching of molecular conformations from cryo-electron
microscopy images using simulation-based inference. PNAS, 122, €2420158122, 1-10

Huang, Q. J., Kim, R., Song, K., Grigorieff, N., Munro, J. B., Schiffer, C. A. & Somasundaran, M.
(2025) Virion-associated influenza hemagglutinin clusters upon sialic acid binding visualized by
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(2025) InstaMap: instant-NGP for cryo-EM density maps. Acta Cryst. D 81, 147-1609.
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Mechanistic origins of dynamic instability in filaments from the phage tubulin, PhuZ. bioRxiv
doi.org/10.1101/311498.

Liberta, F., Loerch, S., Rennegarbe, M., Schierhorn, A., Westermark, P., Westermark, G. T.,
Grigorieff, N., Fandrich, M. & Schmidt, M. (2018) Cryo-EM structure of an amyloid fibril from
systemic amyloidosis. bioRxiv doi.org/10.1101/357129.
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Zhang, C., Cantara, W., Jeon, Y., Musier-Forsyth, K., Grigorieff, N. & Lyumkis, D. (2018)
Analysis of local variability and allostery in macromolecular assemblies using cryo-EM and
focused classification. bioRxiv doi.org/10.1101/365940.
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reveals distinct 60S maturation intermediates in cells. bioRxiv
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Elferich, J., Schiroli, G., Scadden, D. & Grigorieff, N. (2022) Defocus corrected large area cryo-
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N. & Kern, D. (2022) From primordial clocks to circadian oscillators. bioRxiv
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(2025) In-situ  high-resolution cryo-EM reconstructions from CEMOVIS. bioRxiv
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D., Grigorieff, N., Cossio, P. & Hanson, S. M. (2025) The inaugural Flatiron Institute cryo-EM
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to study the structure and function of the chloride channel (CIC) family of proteins. Biochimie
128-129, 154-162.

Mazhab-Jafari, M. T., Rohou, A., Schmidt, C., Bueler, S. A., Benlekbir, S., Robinson, C. V. &
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conformation. Protein Sci. 26, 130-145.
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