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S. C. (2020) Structure of the Vesicular Stomatitis Virus L protein in complex with its
phosphoprotein cofactor. Cell Reports 30, 53—60.

Bao, C., Loerch, S., Ling, C., Korostelev, A. A., Grigorieff, N. & Ermolenko, D. N. (2020) mRNA
stem-loops can pause the ribosome by hindering A-site tRNA binding. eLife 9, 55799, 1-27.

Lucas, B. A., Himes, B. A., Xue, L., Grant, T., Mahamid, J. & Grigorieff, N. (2021) Locating
macromolecular assemblies in cells by 2D template matching with cisTEM. eLife 10, €68946. 1—
25.

Himes, B. A. & Grigorieff, N. (2021) Cryo-TEM simulations of amorphous radiation-sensitive
samples using multislice wave propagation. /[UCr.J 8, 943-953.
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EM (DeCo-LACE) for label-free detection of molecules across entire cell sections. eLife 11,
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Lucas, B. A., Zhang, K., Loerch, S. & Grigorieff, N. (2022) In situ single particle classification
reveals distinct 60S maturation intermediates in cells. eLife 11, €79272, 1-24.

Pitsawong, W., Padua, R. A. P., Grant, T., Hoemberger, M., Otten, R., Bradshaw, N., Grigorieff,
N. & Kern, D. (2023) From primordial clocks to circadian oscillators. Nature 616, 183—189.
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axoneme at nanometer resolution reconstructed by TYGRESS. bioRxiv doi.org/10.1101/363317.

Zhang, C., Cantara, W., Jeon, Y., Musier-Forsyth, K., Grigorieff, N. & Lyumkis, D. (2018)
Analysis of local variability and allostery in macromolecular assemblies using cryo-EM and
focused classification. bioRxiv doi.org/10.1101/365940.
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by Tau and not by Pinl. J. Mol. Biol. 428, 1742—-1759.
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