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Zeng, X., Stahlberg, H. & Grigorieff, N. (2007) A maximum likelihood approach to two-

dimensional crystals. J. Struct. Biol. 160, 362–374. 

Chen, J. Z., Sachse, C., Xu, C., Mielke, T., Spahn, C. M. T. & Grigorieff, N. (2008) A Dose-Rate 
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Ruskin, R. S., Yu, Z. & Grigorieff, N. (2013) Quantitative characterization of electron detectors 

for transmission electron microscopy. J. Struct. Biol. 184, 385–393. 

Rohou, A. & Grigorieff, N. (2014) Frealix: model-based refinement of helical filament structures 

from electron micrographs. J. Struct. Biol. 186, 234–244. 

Svidritskiy, E., Brilot, A. F., Koh, C. S., Grigorieff N. & Korostelev A. A. (2014) Structures of 

yeast 80S ribosome-tRNA complexes in the rotated and nonrotated conformations. Structure 22, 

1210–1218. 

Koh, C. S., Brilot, A. F., Grigorieff, N. & Korostelev, A. A. (2014) Taura syndrome virus IRES 
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decoding center. PNAS 111, 9139–9144. 

Szyk, A., Deaconescu, A. M., Spector, J., Goodman, B., Valenstein, M. L., Ziolkowska, N. E., 

Kormendi, V., Grigorieff, N. & Roll-Mecak, A. (2014) Molecular basis for age-dependent 

microtubule acetylation by tubulin acetyltransferase. Cell 157, 1405–1415. 

Grant, T. & Grigorieff, N. (2015) Measuring the optimal exposure for single particle cryo-EM 

using a 2.6 Å reconstruction of rotavirus VP6. eLife 4, e06980. 
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Liang, B., Li, Z., Jenni, S., Rameh, A. A., Morin, B. M., Grant, T., Grigorieff, N., Harrison, S. C. 

& Whelan, S. P. J. (2015) Structure of the L-protein of vesicular stomatitis virus from electron 

cryomicroscopy. Cell 162, 314–327. 

Grant, T. & Grigorieff, N. (2015) Automatic estimation and correction of anisotropic 

magnification distortion in electron microscopes. J. Struct. Biol. 192, 204–208. 

Rohou, A. & Grigorieff, N. (2015) CTFFIND4: Fast and accurate defocus estimation from 

electron micrographs. J. Struct. Biol. 192, 216–221. 

Chiu, P.-L., Li, X., Li, Z., Beckett, B., Brilot, A. F., Grigorieff, N., Agard, D. A., Cheng, Y. & 

Walz, T. (2015) Evaluation of super-resolution performance of the K2 electron-counting camera 

using 2D crystals of aquaporin-0. J. Struct. Biol. 192, 163–173. 

Schmidt, M., Rohou, A., Lasker, K., Yadav, J. K., Schiene-Fischer, C., Fändrich, M. & 

Grigorieff, N. (2015) Peptide Dimer Structure in an Aβ(1-42) Fibril Visualized with Cryo-EM. 

PNAS 112, 11858–11863.  

Zhou, A., Rohou, A., Schep, D. G., Bason, J. V., Montgomery, M. G., Walker, J. E., Grigorieff, 

N. & Rubinstein, J. L. (2015) Structure and conformational states of the bovine mitochondrial 

ATP synthase by cryo-EM. eLife 4, e10180. 

Abeyrathne, P. D., Koh C. S., Grant, T., Grigorieff N. & Korostelev A. A. (2016) Ensemble 

cryo-EM uncovers inchworm-like translocation of a viral IRES through the ribosome. eLife 5, 

e14874. 

Schmidt, A., Annamalai, K., Schmidt, M., Grigorieff, N. & Fändrich, M. (2016) Cryo-EM 

reveals the steric zipper structure of a light chain-derived amyloid fibril. PNAS 113, 6200–6205. 

Laxmikanthan, G., Xu, C., Brilot, A. F., Warren, D., Steele, L., Seah, N., Tong, W., Grigorieff, 

N., Landy, A. & Van Duyne, G. D. (2016) Structure of a Holliday junction complex reveals 

mechanisms governing a highly regulated DNA transaction. eLife 5, e14313. 

Tajima, N., Karakas, E., Grant, T., Simorowski, N., Diaz-Avalos, R., Grigorieff, N. & Furukawa, 

H. (2016) Activation of NMDA receptors and the mechanism of inhibition by ifenprodil. Nature 

534, 63–68. 

Grigorieff, N. (2016) Frealign: An exploratory tool for single particle cryo-EM. Methods 

Enzymol. 579, 191–226. 

Loveland, A. B., Bah, E., Madireddy, R., Zhang, Y., Brilot, A. F., Grigorieff, N. & Korostelev, 

A. A. (2016) Ribosome•RelA structures reveal the mechanism of stringent response activation. 

eLife 5, e17029. 

Oldham, M. L., Grigorieff, N., & Chen, J. (2016) Structure of the transporter associated with 

antigen processing trapped by herpes simplex virus. eLife 5, e21829. 

Liu, Y., Pan, J., Cai, Y., Grigorieff, N., Harrison, S. C. & Chen, B. (2017) Conformational states 

of a soluble, uncleaved HIV-1 envelope trimer. J. Virol. 91, e00175–17. 

Demo, G., Svidritskiy, E., Madireddy, R., Diaz-Avalos, R., Grant, T., Grigorieff, N., Sousa, D. & 

Korostelev, A. A. (2017) Mechanism of ribosome rescue by ArfA and RF2. eLife 6, e23687. 

Loveland, A. B., Demo, G., Grigorieff, N. & Korostelev, A. A. (2017) Ensemble cryo-EM 

elucidates the mechanism of translation fidelity. Nature 546, 113–117. 
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Rickgauer, J. P., Grigorieff, N. & Denk, W. (2017) Single-protein detection in crowded 

molecular environments in cryo-EM images. eLife 6, e25648. 

Liu, Y., Pan, J., Jenni, S., Raymond, D. D., Caradonna, T., Do, K. T., Schmidt, A. G., Grigorieff, 

N. & Harrison, S. C. (2017) CryoEM structure of an influenza virus receptor-binding site 

antibody-antigen interface. J. Mol. Biol. 429, 1829–1839. 

Abeyrathne, P. D. & Grigorieff, N. (2017) Expression, purification, and contaminant detection 

for structural studies of Ralstonia metallidurans ClC protein rm1. PLoS One 12, e0180163. 

Demo, G., Rasouly, A., Vasilyev, N., Svetlov, V., Loveland, A. B., Diaz-Avalos, R., Grigorieff, 

N., Nudler, E. & Korostelev, A. A. (2017) Structure of RNA polymerase bound to ribosomal 30S 

subunit. eLife 6, e28560. 

Close, W., Neumann, M., Schmidt, A., Hora, M., Annamalai, K., Schmidt, M., Reif, B., Schmidt, 

V., Grigorieff, N. & Fändrich, M. (2018) Physical basis of amyloid fibril polymorphism. Nature 

Commun. 9, 699. 

Grant, T., Rohou, A. & Grigorieff, N. (2018) cisTEM, User-friendly software for single-particle 

image processing. eLife 7, e35383. 

Bartesaghi, A., Aguerrebere, C., Falconieri, V., Banerjee, S., Earl, L. A., Zhu, X., Grigorieff, N., 

Milne, J. L. S., Sapiro, G., Wu, X. & Subramaniam, S. (2018) Atomic resolution cryo-EM 

structure of β-galactosidase. Structure, 26, 848–856. 

Regan, M. C., Grant, T., McDaniel, M. J., Karakas, E., Zhang, J., Traynelis, S. F., Grigorieff, N. 

& Furukawa, H. (2018) Structural mechanism of functional modulation by gene splicing in 

NMDA receptors. Neuron, 98, 521–529. 

Vemu, A., Szczesna, E., Zehr, E. A., Spector, J. O., Grigorieff, N., Deaconescu, A. M. & Roll-

Mecak, A. (2018) Severing enzymes amplify microtubule arrays through lattice GTP-tubulin 

incorporation. Science 361, 768–779. 

Zhang, C., Cantara, W., Jeon, Y., Musier-Forsyth, K., Grigorieff, N. & Lyumkis, D. (2019) 

Analysis of discrete local variability and structural covariance in macromolecular assemblies 

using cryo-EM and focused classification. Ultramicroscopy, 203, 170–180. 

Liberta, F., Loerch, S., Rennegarbe, M., Schierhorn, A., Westermark, P., Westermark, G. T., 

Hazenberg, B. P. C., Grigorieff, N., Fändrich, M. & Schmidt, M. (2019) Cryo-EM fibril 

structures from systemic AA amyloidosis reveal the species complementarity of pathological 

amyloids. Nature Comm., 10, 1104. 

Jung, J., Grant, T., Thomas, D. R., Diehnelt, C. W., Grigorieff, N. & Joshua-Tor, L. (2019) High-

resolution cryo-EM structures of outbreak strain human norovirus shells reveal size variations. 

PNAS, 116, 12828–12832. 

Jenni, S., Salgado, E. N., Herrmann, T., Li, Z., Grant, T., Grigorieff, N., Trapani, S., Estrozi, L. 

F. & Harrison, S. C. (2019) In situ structure of rotavirus VP1 RNA-dependent RNA polymerase. 

J. Mol. Biol., 431, 3124–3138. 

Song, K., Shang, Z., Fu, X., Lou, X., Grigorieff, N. & Nicastro, D. (2019) In situ structure 
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